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□ 1: AFO 15037. Oryctolagus cunic...[gi: 13784949] 



-Jnks 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



AF015037 2179 bp mRNA linear MAM 24-APR-2001 

Oryctolagus cuniculus endooligopeptidase A protein mRNA, complete 
cds . 

AF015037 

AF015037.3 GI : 13 784 94 9 
Oryctolagus cuniculus (rabbit) 



TITLE 



JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

REMARK 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

REMARK 
COMMENT 
FEATURES 

source 



CDS 



Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Lagomorpha; Leporidae; Oryctolagus. 

1 (bases 1 to 2179) 

Hayashi,M.A. , Portaro, F . C . , Tambourgi , D . V . , Sucupira,M., Yamane,T., 
Fernandes,B.L. , Ferro,E,S., Reboucas , N . A. and de CamargOiA.C. 
Molecular and immunochemical evidences demonstrate that 
endooligopeptidase A is the predominant cytosolic oligopeptidase of 
rabbit brain 

Biochem. Biophys. Res. Commun . 269 (1), 7-13 (2000) 

20160441 

10694468 

2 (bases 1 to 2179) 

Hayashi,M,A. F . , Reboucas , N . A . , Tambourgi , D . V . , Ferro,E.S. , 
Fernandes,B.L. , Sucupira,M. and Camargo, A . C .M. 
Direct Submission 

Submitted ( 13 -JUL- 1997 ) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 

3 (bases 1 to 2179) 

Hayashi,M.A.F. , Reboucas , N . A . , Tambourgi , D .V . , Ferro,E.S. , 
Fernandes,B,L. , Sucupira,M. and Camargo, A . C . M . 
Direct Submission 

Submitted (ll-APR-2000) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 
Sequence update by submitter 

4 (bases 1 to 2179) 

Hayashi,M.A.F. , Reboucas , N .A . , Tambourgi , D .V . , Ferro,E.S. , 
Fernandes,B.L. , Sucupira,M. and Camargo, A . C . M . 
Direct Submission 

Submitted (24 -APR-2001 ) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 
Sequence update by submitter 

On Apr 24, 2001 this sequence version replaced gi : 7534335 . 
Location/Qualifiers 
1. .2179 

/organism= "Oryctolagus cuniculus" 
/db_xref ="taxon: 9986" 
171. .1208 

/note="EOPA-like protein" 
/ codon_start=l 

/product="endooligopeptidase A protein" 
/protein id=" AAB99905 . 3 " 
/db_xref ="GI : 13784950" 



NCBI Sequence Viewer 



Wysiwyg://! 1 2/http://ww.ixjbi.Dim nih. gov/entrez/view 



/translation="MDGEDIPDFSSLKEETAYWKELSLKYKQTFQEARDELVEFQEGS 
RELEAELEAQLVQAEQRNRDLQADNQRLKYEVEALKEKLEHQYAQSYKQVSVLEDDLS 
QTRAIKEQLHKYVRELEQANDDLERAKRATIVSLEDFEQRLNQAIERNAFLESELDEK 
ESLLVSVQRLKDEARDLRQELAVRERQQEVTRKSAPSSPTLDCEKMDSAVQASLSLPA 
TPVGKGTENSFPSPKAIPNGFGTSPLTPSARISALNIVGDLLRKVGALESKLAACRNF 
AKDQASRKSYISGNVNCGVMNSNGTKFSRSGHTSFFDKGAVNGFDPAPPPPGLGSSRP 
LSAPGMLPLSV" 



3 'UTR 
BASE COUNT 
ORIGIN 

1 



542 



cctgacgtgt 
61 agggaaQrgg 
121 tcagccggcg 
181 aagatatacc 
241 tgaagtataa 
301 gcagagaatt 
361 acttgcaagc 
421 aacatcagta 
481 ctcgggccat 
541 acctggagcg 
601 atcaggccat 
661 tggtctctgt 



1209. .2179 
a 538 c 

cggggaggag 
agctgagcgg 
gcgaacatgc 
agatttttca 
gcaaacgttc 
agaagcagag 
tgataaccaa 
cgcacagagc 
taaggagcag 
agcaaaaagg 
agaacggaat 
acagcggtta 



570 g 529 t 



ccgggtgccg 
ctggggcggc 
gcttttgaca 
agtttaaagg 
caggaagctc 
ttggaggcac 
agactgaaat 
tacaagcagg 
ttgcacaagt 
gcaacaatag 
gcatttttag 
aaggatgaag 



aggtgcgcgg 
ctggccaggc 
cattggaggc 
aggaaactgc 
gggatgagct 
aattagtaca 
atgaagtgga 
tttccgtatt 
acgtgaggga 



tttcact< 
aaagtgaact 
caagagattt 



agtggagctc 
cagcggagct 
tttcttgatc 
ttattggaag 
agttgaattc 
ggctgaacaa 
ggcgctaaag 
agaagatgat 
gctggagcag 
agacttt^a 
tgatgaaaag 
gaggcaagaa 



agggctgcgg 
gaggcgtcgg 
atggatggtg 
gaactttcct 
caggaaggaa 
agaaatagag 
gagaaactgg 
ttaagtcaga 
gccaatgatg 
caaa^ctaa 
gaatctttgt 
ctagcagtcc 



721 gagaaagaca. acaggaagtg accagaaagt cggctcctag tt 



o t- 



781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 



// 



aaaagatgga 
ggacagaaaa 
taactccttc 
gggctttaga 
aatcctatat 
ctcgatcagg 
ctcctcctcc 
gtgtgtgagt 
cctcacccct 
ggcagagggc 
cgcgatatca 
gcacttttgt 
tacccatttg 
tgtttaggac 
ctcctgagcc 
cctaccccca 
attgtctgta 
aacgccatgc 
aggccatctc 
tgtcctgtgc 
tacataggtt 
tttatttatt 
agctgtatag 
tggaaacaat 



ttctgctgta 
cagttttcct 
ggccaggata 
atccaaatta 
ttcagggaat 
gcatacatct 
tggcctgggc 
gcccggcctc 
cggtgcctgg 
aggctgcatg 
atactggcta 
gggtcacgag 
tcatccctgc 
attgcgaatc 
ccccgagccc 
gtctgggccc 
ctctcgtttt 
tgagccccct 
ctcctccatg 
atcctttgat 
tgtaaacatt 
cagaactcat 
gatcatcatg 
aaatttcac 



caagcatcac 
tccccaaaag 
tcagcgctaa 
gcagcttgca 
gttaactgtg 
ttcttcgaca 
tcctcgcgcc 
cggggctcct 
gcccagccct 
cagtggcggt 
ttttctcttc 
gtgatacata 
ctcatagccc 
ttctacaagt 
cctgggcgcc 
gttactgcca 
acgtagcagt 
ggcaggagcc 
tgcctcagac 
tactctcatg 
attgcctaag 
atggcatgtt 
tggttaaaaa 



tttccttgcc 
ctataccaaa 
acattgtggg 
ggaattttgc 
gggtgatgaa 
aaggggcagt 
cgttgtcagc 
gccctcctcc 
gtgcccctcc 
gcttcggccc 
tcgccgtagt 
cttgtattac 
ccgccctgct 
tctcccccaa 
ctcagtgctc 
ggagtcagga 
tccatccata 
tcgtgcctgg 
tcgggggagg 
ctgcatttac 
atatttgtat 
aatgactccc 
accagttccc 



agctacacct 
tggttttggt 
ggatctctta 
aaaggaccaa 
cagcaacggc 
aaatggcttt 
acccggtatg 
aacaacccag 
atctgcctcc 
tgcccagccc 
gccgttggtt 
ttggtcactg 
gtactgatag 
tcaggttgac 
acgatcatgt 
aggtcgctga 
gactgcctcc 
gcacgcacgg 
ggtgacggcg 
tgtttacatt 
ataacttggg 
gatggtgtcc 
tcaaaaaaaa 



gttggcaaag 
accagtccac 
cggaaagtag 
gcatcacgga 
acaaagttct 
gacccagctc 
ctgccgctca 
gacacccacg 
ccacacggct 
caggactctg 
tcacatgatt 
gatgcagaag 
gatttagttg 
acataccctc 
gtttcccggc 
gttagggaat 
agagcagtga 
gctgagcctc 
tccgtgccag 
tgttttattg 
ctttgtagct 
tactctgggc 
tcttttaatg 
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;□ 1: AF015037[gi:7534335] This record was replaced or removed. See revision history for details. 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 



JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

REMARK 
COMMENT 



FEATURES 

source 



CDS 



AF015037 2292 bp mRNA linear MAM ll-APR-2000 

Oryctolagus cuniculus endooligopeptidase A related protein mRNA, 
partial cds . 
AF015037 

AF015037.2 GI :7534335 

Oryctolagus cuniculus (rabbit) 
Qryctola gu s cu n i c u 1 u s * 

Eukaryota'; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Lagomorpha; Leporidae; Oryctolagus. 

1 (bases 1 to 2292) 

Hayashi,M.A, , Portaro, F . C . ; Tambourgi , D . V . , Sucupira,M., Yamane,T., 
Fernandes,B.L. , Ferro,E.S., Reboucas, N. A . and de Camargo,A.C. 
Molecular and immunochemical evidences demonstrate that 
endooligopeptidase A is the predominant cytosolic oligopeptidase of 
rabbit brain 

Biochem. Biophys . Res. Commun . 269 (1), 7-13 (2000) 

20160441 

10694468 

2 (bases 1 to 2292) 

Hayashi, M.A. F . , Reboucas , N .A . , Tambourgi , D . V . , Ferro,E.S. , 
Fernandes,B.L. , Sucupira,M. and Camargo, A . C . M . 
Direct Submission 

Submitted ( 13 -JUL- 1997 ) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 

3 (bases 1 to 2292) 

Hayashi,M.A.F. , Reboucas, N .A . , Tambourgi , D . V . , Ferro,E.S., 
Fernandes,B.L. , Sucupira,M. and Camargo, A . C . M . 
Direct Submission 

Submitted (ll-APR-2000) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 
Sequence update by submitter 

[WARNING] On Apr 24, 2001 this sequence was replaced by a newer 
version gi : 13784949 . 

On Apr 11, 2000 this sequence version replaced gi : 2827885 . 
Location/ Qualifiers 
1. .2292 

/organism=" Oryctolagus cuniculus" 
/db_xref ="taxon: 9986" 
<1 . . 1540 

/note="EOPA related protein" 
/ codon_start =2 

/product="endooligopeptidase A related protein" 
/protein_id= " AAB99905 .2 " 
/db_xref="GI : 7534336" 

/translation=" LTCRGGAGCRGARSGAQGCGGNGAERLGRPGQASGAEASVSRRR 
TCAFDTLEAFLIMDGEDIPDFSSLKEETAYWKELSLKYKQSSRKARDELVEFQEGSRE 
LEAELEAQLVQAEQRNRDLQADNQRLKYEVEALKEKLEHQYAQSYKQVSVLEDDLSQT 
RAIKEQLHSTCRELEQANDDLERAKRATIVSLETLTKLNQAIERNAFLESELDEKESL 
LVSVQRLKDEARDLRQELAVRERQQEVTRKSAPSSPTLDCEKMDSAVQASLSLPATPV 



NCBI Si^uenoe Viewer 



wyd\vyg://l 09/http:/Avww.ncbi.nlinnih. gov/entrezMewer. fcgi?75 34335 :OLD06: 1 7 



3 'UTR 



GKGTENSFPSPKAIPNGFGTSPLTPSARISALNIVGDLLRKVGALESKLAACRNFAKD 
QASRKSyiSGNVNCGVMNSNGTKFSRSGHTSFFDKGAVNGFDPAPPPPGLGSSRPLSA 
PGMCRSVCECPASGAPALLQQPRTPTPHPSVPGPALCPPSASPHGWQRAGCMQWRCFG 
PAQPQDSARYQYWLFSLLAWPLVSHDCTFVGHEVIHTCITWSLDAEVPICHPCLIAP 
ALLY" 

1541. .2292 
a 562 c 607 g 562 t 



BASE COUNT 561 
ORIGIN 

1 cctgacgtgt cggggaggag ccgggtgccg aggtgcgcgg agtggagctc agggctgcgg 
61 agggaacgga gctgagcggc tggggcggcc tggccaggcc agcggagctg aggcgtcggt 
121 cagccggcgg cgaacatgcg cttttgacac attggaggct ttcttgatca tggatggtga 
181 agatatacca gatttttcaa gtttaaagga ggaaactgct tattggaagg aactttcctt 
241 gaagtataag caaagttcca gaaaggctcg ggatgagcta gttgaattcc aggaaggaag 
301 cagagaatta gaagcagagt tggaggcaca attagtacag gctgaacaaa gaaatagaga 
361 cttgcaagct gataaccaaa gactgaaata tgaagtggag gcgctaaagg agaaactgga 
421 acatcagtac gcacagagct acaagcaggt ttccgtatta gaagatgatt taagtcagac 
481 tcgggccatt aaggagcagt tgcacagtac gtgcagggag ctggagcagg ccaatgatga 
541 cctggagcga gcaaaaaggg caacaatagt ttcactggag actttaacaa agctaaatca 
601 ggccatagaa cggaatgcat ttttagaaag tgaacttgat gaaaaggaat ctttgttggt 
661 ctctgtacag cggttaaagg atgaagcaag agatttgagg caagaactag cagtccgaga 
721 aagacaacag gaagtgacca gaaagtcggc tcctagttct ccaactctag actgtgaaaa 
781 gatggattct gctgtacaag catcactttc cttgccagct acacctgttg gcaaagggac 
841 agaaaaeagt tttcct-tccc caaaagctat accaaatggt tttggtacca gtccactaac 
901 tccttcggcc aggatatcag cgctaaacat tgtgggggat ctcttacgga aagtaggggc 
961 tttagaatcc aaattagcag cttgcaggaa ttttgcaaag gaccaagcat cacggaaatc 
1021 ctatatttca gggaatgtta actgtggggt gatgaacagc aacggcacaa agttctctcg 
1081 atcagggcat acatctttct tcgacaaagg ggcagtaaat ggctttgacc cagctcctcc 
1141 tcctcctggc ctgggctcct cgcgcccgtt gtcagcaccc ggtatgtgcc gctcagtgtg 
1201 tgagtgcccg gcctccgggg ctcctgccct cctccaacaa cccaggacac ccacgcctca 
1261 cccctcggtg cctggcccag ccctgtgccc tccatctgcc tccccacacg gctggcagag 
1321 ggcaggctgc atgcagtggc ggtgcttcgg ccctgcccag ccccaggact ctgcgcgata 
1381 tcaatactgg ctattttctc ttctcgccgt agtgccgttg gtttcacatg attgcacttt 
1441 tgtgggtcac gaggtgatac atacttgtat tacttggtca ctggatgcag aagtacccat 
1501 ttgtcatccc tgcctcatag cccccgccct gctgtactga taggatttag ttgtgtttag 
1561 gacattgcga atcttctaca agttctcccc caatcaggtt gacacatacc ctcctcctga 
1621 gccccccgag ccccctgggc gccctcagtg ctcacgatca tgtgtttccc ggccctaccc 
1681 ccagtctggg cccgttactg ccaggagtca ggaaggtcgc tgagttaggg aatattgtct 
1741 gtactctcgt tttacgtagc agttccatcc atagactgcc tccagagcag tgaaacgcca 
1801 tgctgagccc cctggcagga gcctcgtgcc tgggcacgca cgggctgagc ctcaggccat 
1861 ctcctcctcc atgtgcctca gactcggggg aggggtgacg gcgtccgtgc cagctctgag 
1921 tcctcgggta gtgtcgtgac atcttcagag tttctgttac tcgctggatg gcccgtcagt 
1981 tgtgttagga aggtggagtg gccagattcg ggggcagact gaccaccagt ggttgtcctg 
2041 tgcatccttt gattactctc atgctgcatt tactgtttac atttgtttta ttgtacatag 
2101 gtttgtaaac attattgcct aagatatttg tatataactt gggctttgta gcttttattt 
2161 attcagaact catatggcat gttaatgact cccgatggtg tcctactctg ggcagctgta 
2221 taggatcatc atgtggttaa aaaaccagtt ccctcaaaaa aaatctttta atgtggaaac 
2281 aataaatttc ac 

// 
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0 1: AF015037[gi:2827885] This record was replaced or removed. See revision history for details. 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

COMMENT 

FEATURES 

source 



AF015037 2757 bp mRNA 

Oryctolagus cuniculus endooligopeptidase 
partial cds . 
AF015037 

AF01503 7. 1 GI : 2827885 



linear MAM Ol-FEB-1998 
related protein mRNA, 



CDS 



3 'UTR 



Oryctolagus cuniculus 
Or-y G tol agu s cun-i cuius 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Mammalia; 
Eutheria; Lagomorpha; Leporidae; Oryctolagus. 
1 (bases 1 to 2757) 

Hayashi,M.A.F. , Reboucas , N . A . , Tambourgi , D . V . , Ferro,E.S. , 
Fernandes , B . L , , Sucupira,M. and Camargo, A . C . M . 
Direct Submission 

Submitted {13-JUL-1997) Biochemistry, Butantan Institute, Rua Dr. 
Joao Pinheiro, 98, Sao Paulo, SP 010429-000, Brazil 
[WARNING] On Apr 11, 2000 this sequence was replaced by a newer 
version gi : 7534335 . 

Location/Qualifiers 

1. .2757 

/organism= "Oryctolagus cuniculus " 
/db_xref ="taxon: 9986" 
<1. .2005 

/note="EOPA related protein" 
/codon_start=2 

/product="endooligopeptidase A related protein" 
/protein id= " AAB99905 . 1 " 
/db_xref="GI : 2827886" 

/translation="KPACSSVRLTTREKPHCVCQDPMTCPPAKLLDQVCGTDNQTYTS 

SCYLFATKCKLEGTKKGHQLQLITWSLQIYPACTDFEVTQFPLRMRDWLKNISCSCMN 

LTLNTLDISTRSRETKSRKSTWMKKRLLAGDHPIDLLLREHRATSRFGQVRQLLTCRG 

GAGCRGARSGAQGCGGNGAERLGRPGQASGAEASVSRRRTCAFDTLEAFLIMDGEDIP 

DFSSLKEETAYWKELSLKYKQSSRKARDELVEFQEGSRELEAELEAQLVQAEQRNRDL 

QADNQRLKYEVEALKEKLEHQYAQSYKQVSVLEDDLSQTRAIKEQLHSTCRELEQAND 

DLERAKRATIVSLETLTKLNQAIERNAFLESELDEKESLLVSVQRLKDEARDLRQELA 

VRERQQEVTRKSAPSSPTLDCEKMDSAVQASLSLPATPVGKGTENSFPSPKAIPNGFG 

TSPLTPSARISALNIVGDLLRKVGALESKLAACRNFAKDQASRKSYISGNVNCGVMNS 

NGTKFSRSGHTSFFDKGAVNGFDPAPPPPGLGSSRPLSAPGMCRSVCECPASGAPALL 

QQPRTPTPHPSVPGPALCPPSASPHGWQRAGCMQWRCFGPAQPQDSARYQYWLFSLLA 

WPLVSHDCTFVGHEVIHTCITWSLDAEVPICHPCLIAPALLY " 

2006 . .2757 

714 g 666 t 



696 a 



681 c 



BASE COUNT 
ORIGIN 

1 gaaacctgct tgtagctctg tgcggctgac caccagggaa aaaccccact gtgtttgtca 

61 agatccaatg acctgtcctc cagcaaaact ccttgaccaa gtttgtggca ctgacaatca 

121 gacttacact agctcctgtt acctgtttgc cacgaaatgc aaactggagg gaaccaaaaa 

181 gggacaccag ctgcagctga ttacttggag cctgcaaatc tatcctgctt gcacggactt 

241 tgaagtgact cagtttcctc tacggatgcg agactggctc aagaatatct catgcagctg 

301 tatgaaccta accctgaaca ccctggatat ctcaacgaga agcagagaaa caaagtcaag 

361 aaaatctacc tggatgaaaa agagactctt ggctggggac catcccattg accttctttt 



NCBI Jequenoe Viewer 



Wysiwyg://! 06/http://www.ncbi. nlm nih. go v/entrez/viewer. fcgi?val=AFO 1 5 0 



421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
2701 



// 



aagggagcac 
aggagccggg 
gcggctgggg 
atgcgctttt 
ttcaagttta 
ttccagaaag 
agagttggag 
ccaaagactg 
gagctacaag 
gcagttgcac 
aagggcaaca 
tgcattttta 
aaaggatgaa 
gaccagaaag 
acaagcatca 
ttccccaaaa 
atcagcgcta 
agcagcttgc 
tgttaactgt 
tttcttcgac 
ctcctcgcgc 
cggggctcct 
cccag GGG tg 
gtggcggtgc 
ttctcttctc 
gatacatact 
catagccccc 
ctacaagttc 
tgggcgccct 
tactgccagg 
gtagcagttc 
caggagcctc 
cctcagactc 
gtgacatctt 
gagtggccag 
ctctcatgct 
tgcctaagat 
ggcatgttaa 
gttaaaaaac 



agagctacaa 
tgccgaggtg 
cggcctggcc 
gacacattgg 
aaggaggaaa 
gctcgggatg 
gcacaattag 
aaatatgaag 
caggtttccg 
agtacgtgca 
atagtttcac 
gaaagtgaac 
gcaagagatt 
tcggctccta 
ctttccttgc 
gctataccaa 
aacattgtgg 
aggaattttg 

ggggtgatga 

aaaggggcag 
ccgttgtcag 
gccctcctcc 

C V- U. ^-. v_ Ct 1^ 

ttcggccctg 
gccgtagtgc 
tgtattactt 
gccctgctgt 
tcccccaatc 
cagtgctcac 
agtcaggaag 
catccataga 
gtgcctgggc 
gggggagggg 
cagagtttct 
attcgggggc 
gcatttactg 
atttgtatat 
tgactcccga 
cagttccctc 



gcaggtttgg 
cgcggagtgg 
aggccagcgg 
aggctttctt 
ctgcttattg 
agctagttga 
tacaggctga 
tggaggcgct 
tattagaaga 
gggagctgga 
tggagacttt 
ttgatgaaaa 
tgaggcaaga 
gttctccaac 
cagctacacc 
atggttttgg 
gggatctctt 
caaaggacca 
acagcaacgg 
taaatggctt 
cacccggtat 
aacaacccag 
c t gc c t c c c c 
cccagcccca 
cgttggtttc 
ggtcactgga 
actgatagga 
aggttgacac 
gatcatgtgt 
gtcgctgagt 
ctgcctccag 
acgcacgggc 
tgacggcgtc 
gttactcgct 
agactgacca 
tttacatttg 
aacttgggct 
tggtgtccta 
aaaaaaaatc 



gcaggtcagg 
agctcagggc 
agctgaggcg 
gatcatggat 
gaaggaactt 
attccaggaa 
acaaagaaat 
aaaggagaaa 
tgatttaagt 
gcaggccaat 
aacaaagcta 
ggaatctttg 
actagcagtc 
tctagactgt 
tgttggcaaa 
taccagtcca 
acggaaagta 
agcatcacgg 
cacaaagttc 
tgacccagct 
gtgccgctca 
gacacccacg 
acacggctgg 
ggactctgcg 
acatgattgc 
tgcagaagta 
tttagttgtg 
ataccctcct 
ttcccggccc 
tagggaatat 
agcagtgaaa 
tgagcctcag 
cgtgccagct 
ggatggcccg 
ccagtggttg 
ttttattgta 
ttgtagcttt 
ctctgggcag 
ttttaatgtg 



cagctcctga 
tgcggaggga 
tcggtcagcc 
ggtgaagata 
tccttgaagt 
ggaagcagag 
agagacttgc 
ctggaacatc 
cagactcggg 
gatgacctgg 
aatcaggcca 
ttggtctctg 
cgagaaagac 
gaaaagatgg 
gggacagaaa 
ctaactcctt 
ggggctttag 
aaatcctata 
tctcgatcag 
cctcctcctc 
gtgtgtgagt 
cctcacccct 
cagagggcag 
cgatatcaat 
acttttgtgg 
cccatttgtc 
tttaggacat 
cctgagcccc 
tacccccagt 
tgtctgtact 
cgccatgctg 
gccatctcct 
ctgagtcctc 
tcagttgtgt 
tcctgtgcat 
cataggtttg 
tatttattca 
ctgtatagga 
gaaacaataa 



cgtgtcgggg 
acggagctga 
ggcggcgaac 
taccagattt 
ataagcaaag 
aattagaagc 
aagctgataa 
agtacgcaca 
ccattaagga 
agcgagcaaa 
tagaacggaa 
tacagcggtt 
aacaggaagt 
attctgctgt 
acagttttcc 
cggccaggat 
aatccaaatt 
tttcagggaa 
ggcatacatc 
ctggcctggg 
gcccggcctc 
cggtgcctgg 
gc'cgcatgca 
actggctatt 
gtcacgaggt 
atccctgcct 
tgcgaatctt 
ccgagccccc 
ctgggcccgt 
ctcgttttac 
agccccctgg 
cctccatgtg 
gggtagtgtc 
taggaaggtg 
cctttgatta 
taaacattat 
gaactcatat 
tcatcatgtg 
atttcac 
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